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Abstract

Problem: In order to reduce fecal contamination of water bodies, watershed managers first needto identify
the sources of the contamination. Traditionally, results of fecal coliform and fecal streptococcus testing
have been used. Since these groups are found in both humans and other mammal's, watershed managers
look to theratio of fecal coliform tofecal streptococcus as a possible indicator of the source of
contamination. Unfortunately, thisis not areliable approach for several reasons (APHA, 1998).

Objectives: The objectives of the project are:

1)To assess the effectiveness of the Bacteroides PCR test, coprostanol, and caffeine at identifying sources
of fecal contamination in watersheds;

2)To compare the sensitivity of the Bacteroides PCR test, coprostanol, and caffeine with more established
indicators of fecal contamination (total coliforms, fecal coliforms, E. coli, fecal streptococcus,
enterococcus) under different seasonal and land use conditions;

3)To conduct a preliminary evaluation of the effect of agricultural best management practices on water
quality downstream of farmsin Albany and Rensselaer Counties.

The project will focus on the collection and analysis of samples collected from several stream stationsin
Albany and Rensselaer Counties.



Methods: For this project, we propose to assess the ability of a new, molecular-based PCR method to
identify sources of fecal contamination in watersheds. This method identifies fecal contamination through
the amplification of Bacteroides DNA. This method, while being able to identify the presence of feca
contamination, is exceptional dueto its ability to quickly and efficiently identify the source of
contamination as being human or ruminant.



